1. Training data: existing assays in

Avocado imputed histone marks

2. Model: infer cell type factors for HFFc6 and WTC-11

HFFc6 and WTC-11
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3. Result: evaluate on DNase-seq prediction

Imputation HFFc6 WTC-11
(MSE) (MSE)
Avocado 0.0062 0.0079
Mean of input 0.0098 0.0100
Closest cell type | 0.0101 0.0075
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4. Data sharing: available on 4DN

Joint-Analysis Portal

4DN Imputations

Browse all Noble Lab HFF imputation data from 4DN
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In total we have >700 assays imputed for both

HFFc6 and WTC-11



